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Bradford/BCA uv Amino Acid Analysis
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NHrmbupyetcs Tpebyetca cneumanbHoe

obopynoBaHue

TpeboBaHus1 K 060pyaOBaAHUIO.
= CKOopoCTb

= CoBMeCTMMOCTb C bydpepamu

= Manbin ob6bem




Direct Detect™ FTIR Spectrometer

» Pazmep(30cmx 22 cm)
= Obpasen 2 uL

» MnHMmMmanbHas npobonoaroToBka
» CneuunarnbHbIe KapTO4YKn
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KapTouka gnsa npo6 \

4 no3numu ¢ PTFE membpaHamu:

= [lerkoctb HAHecCeHuns

* [napodobHoe KombLOo yaepxmBaeT
obpaseu B none VK nyya
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PaboTa Ha npubope

1. HaHeceHue obpa3ua
= 2yl obpasua (npobbl 2-4)
Bydep (npoba 1) y M
. .
@
@
2. UamepeHune (SSMuH =

= YcTaHoBKa KapThl

=  WamepeHue
» [lony4enve cnekTtpa

3. Mony4yeHue AaHHbIX




Direct Detect™

1. UcxopHble faHHble 2. N3mepeHue

M Willipore - Direct Detect -2 X
Fle Options Help
User Name @ |UTZ Sample Name Volume plL
- @ Fmagml CytoC 3 2 | |
Card Name : |CytoC in PBS
Method : | 102611 BSA Calb (H20).q] = | - @ 7mgmi CytoC 2
= A carde (analve y
111511 RePlot of 102611 BSA cards (analysis meth. 2) @ Jmaml CytoC 1
Use last blank
O @ Blank (PES)
Dry sample card
T~ 5 S ===~ M e s 3 4. CneKTp
' I
I Concentration CytoC in PES '
: [mgjml] 8/25/2011 11:32:01 AM !
1
: @ I 7.238 7mgml CyteC 3 !
H 1
1
: @ I 7.141 7mgml CytoC 2 w |
b 1
I [=
S 1
! @ I 7.309 | 7mgml cytoc 1 o !
1 vy = !
. T 1
! @ —- | Blank(Pes) 8 i
1 a !
o 1
! ES
1 : 1
: Average Conc : 7.229 — i :
, o Hold Ctrl key and select = 1
. Std Deviation 0.07 Sample Number to Create 1
1 remove from statistics, Report 0.07 |
\ B OV 1.0 % e S Wi
-] -] -] (=] (=] =) [=y] (=] u (%)) (%)) [9)] [9)] B B B 1
1 u w = o -l u w = o -l u w = o | wu
1 [=1 =] [=] (=] =1 (=] =] (=1 = (=1 =] =] (=] =] (=] a |
! Wavenumbers cm-1 :
' I
1
: Protein | Carbohydrates Lipids Mudeic Acds ~ Full Spectrum 1
| 1
| Last Sample Result Card Histouv Spectrum Plot Curves Plot Statistics !

3. KoHueHTpauus
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NMpuHUuunN gencreuA

» WK cnekTpockonmsi oCHoBaHa Ha pakTe, YTO MOJSIEKY bl MorfowatT nsnyvyeHue
cneumdmnyeckom 4acToThbl

= [lepBuyHasa CTpykTypa 6enkoB popmMmpyeTcs Lenbio aMuaHbIX CBS3EN
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Ounana3oH uamepeHunwu

Direct Detect™ pekomeHOoBaH Anst USMEPEHUIN B Anana3oHe

Concentration [mg/ml]

4.5

0.2 mg/mL - 5 mg/mL

m Reference Method

H Direct Detect

Mix | Lysozyme Mix I Protein A
Analyzed sample
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Direct Detect™

[leTepreHTbl He HapyLwawT
N3MepeHnn

HeT HeobxoanmocTu B nonpaBKax

OnpepenseT 6enkn, aMMHOKUCIIOTHI,

nMnuabl, kapodornaparbl

CT1abunbHOCTb HAHECEHHOTIO
obpasua

Ob6bem obpasua 2MKn

[MpenmyLlecTBa

N cKItoueH KONTIopUMETpUYECKNiA
aHanu3

cknioYeH KOSTOpUMET pUyeCcKnm
aHanms

OOLw K cocTas 3a 0 aNH aHanNn3
He BoamoxkHo ¢ YP-meTogamum

Bo3MOXXHOCTb MOBTOPHOIO aHasnmaa
obpasua 13 apxmea

- OKoHOMUSI 0bpasua
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